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3 <110> APPLICANT: Lanes, Olav , E W IT E jRi 

4 Willasen, Nils Peder ® « 

5 Guddal, Per Henrik 

6 Gjellesvik, Dag Rune 

8 <120> TITLE OF INVENTION: Cod uracil-DNA glycosylase, gene coding therefore, 

9 recombinant DNA containing said gene or operative parts 

10 thereof, a method for preparing said protein and the 

11 use of said protein or said operative pa . 
13 <130> FILE REFERENCE: U013209-3 

15 <140> CURRENT APPLICATION NUMBER: 09/758, 017A 

16 <141> CURRENT FILING DATE: 2001-01-10 

18 <150> PRIOR APPLICATION NUMBER: 2000 5428 

19 <151> PRIOR FILING DATE: 2000-10-27 

21 <150> PRIOR APPLICATION NUMBER: 2000 0163 

22 <151> PRIOR FILING DATE: 2000-01-12 
24 <160> NUMBER OF SEQ ID NOS : 19 

26 <170> SOFTWARE: Patentln Ver. 2.0 

28 <210> SEQ ID NO: 1 

29 <211> LENGTH: 1283 

30 <212> TYPE: DNA 

31 <213> ORGANISM: Gadus morhua 

33 <220> FEATURE: 

34 <221> NAME/KEY: CDS 

35 <222> LOCATION: (18).. (920) 

37 <400> SEQUENCE: 1 

38 gacatccgct tgcaaat atg ttg ttc aag tta ggg tta tgc caa aga tgc 50 

39 Met Leu Phe Lys Leu Gly Leu Cys Gin Arg Cys 

40 1 5 10 

42 ata tea tea aat egg gtg tta cca ggt tta eta att ccc caa act tta 98 

43 lie Ser Ser Asn Arg Val Leu Pro Gly Leu Leu lie Pro Gin Thr Leu 
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100 240 245 250 

102 ace ate gac agg aaa cgt cac cat gtc ttg caa get gtt cat cca tct 818 

103 Thr He Asp Arg Lys Arg His His Val Leu Gin Ala Val His Pro Ser 

104 255 260 265 

106 cct ttg tct get cat cgt ggg ttc ctt ggt tgt aag cac ttc tec aag 866 

107 Pro Leu Ser Ala His Arg Gly Phe Leu Gly Cys Lys His Phe Ser Lys 

108 270 275 280 

110 get aac ggg ctg ctg aaa eta tct ggg acg gag cct ata aac tgg aga 914 

111 Ala Asn Gly Leu Leu Lys Leu Ser Gly Thr Glu Pro He. Asn Trp Arg 

112 285 290 295 

114 gca etc taactcttta tgetgectta tactgttaac tgttttaaga tgaacatcac 970 

115 Ala Leu 

116 300 

118 actatatttt ctacagcttt tccaagttca aaccaatcta taagctttca tttgtctttt 1030 
120 ggaatgatgc tgcttttggt eggttttaga tacttaaaac actttaccac tetgecatgt 1090 
122 tgactcatgt tcagtcaata taactttcac aacttgaaca aaaatgttat tttataattg 1150 
124 attatattct gtacattaaa gattgttttt ttcccaggct gtttcatagg tactaggata 1210 
126 ttaaactgtt attaacctat tttccatgat gtcaactget taagttttta tgcagaaata 1270 
128 aattatatat tta 1283 
131 <210> SEQ ID NO: 2 
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ttcccaggct < 


gtttcatagg 


1272 


295 


tactaggata 


ttaaactgtt attaacctat tttccatgat 


gtcaactget 


taagttttta 


1332 


297 


tgcagaaata < 


aattatatat tta 




















1355 


300 


<210> SEQ ID NO 


: 4 


























301 


<211> LENGTH: 301 


























302 


<212> TYPE: 


PRT 




























303 


<213> ORGANISM: 


Gadus morhua 




















305 


<400> SEQUENCE: 


4 


























306 


Met 


He 


Gly 


Gin 


Gin 


His 


He 


Asn 


Ser 


Phe 


Phe 


Ser 


Pro 


Val 


Ser 


Lys 




307 


1 








5 










10 










15 






309 


Lys 


Arg 


Val 


Ser 


L ys 


Glu 


Leu 


Gly 


Lys 


Thr 


Glu 


Lys 


His 


Ala 


Glu 


Glu 




310 








20 










25 










30 








312 


Val 


Gin 


He 


Thr 


Pro 


Lys 


Lys 


Leu 


Arg 


Ser 


Ser 


Asn 


Val 


Glu 


Gin 


Lys 




313 






35 










40 










45 










315 


Thr 


Ser 


Ser 


Pro 


Gin 


Leu 


Ser 


Val 


Glu 


Gin 


Leu 


Glu 


Arg 


Met 


Ala 


Lys 




316 




50 




















60 












318 


Asn 


Lys 


Lys 


Ala 


Ala 


Leu 


Asp 


Lys 


He 


Arg 


Ala 


Lys 


Ala 


Thr 


Pro 


Ala 




319 


65 










70 










75 










80 




321 


Gly 


Phe 


Gly 


Glu 


Thr 


Trp 


Arg 


Arg 


Glu 


Leu 


Ala 


Ala 


Glu 


Phe 


Glu 


Lys 




322 










85 










90 










95 






324 


Pro 


Tyr 


Phe 


Lys 


Gin 


Leu 


Met 


Ser 


Phe 


Val 


Ala 


Asp 


Glu. 


Arg 


Ser 


Arg 




325 








100 










105 










110 








327 


His 


Thr 


Val 


Tyr 


Pro 


Pro 


Ala 


Asp 


Gin 


Val 


Tyr 


Ser 


Trp 


Thr 


Glu 


Met 




328 






115 










120 










125 










330 


Cys 


Asp 


He 


Gin 


Asp 


Val 


Lys 


Val 


Val 


He 


Leu 


Gly 


Gin 


Asp 


Pro 


Tyr 




331 




130 










135 










140 












333 


His 


Gly 


Pro 


Asn 


Gin 


Ala 


His 


Gly 


Leu 


Cys 


Phe 


Ser 


Val 


Gin 


Lys 


Pro 




334 


145 










150 










155 










160 




336 


Val 


Pro 


Pro 


Pro 


Pro 


Ser 


Leu 


Val 


Asn 


He 


Tyr 


Lys 


Glu 


Leu 


Cys 


Thr 




337 










165 










170 










175 






339 


Asp 


He 


Asp 


Gly 


Phe 


Lys 


His 


Pro 


Gly 


His 


Gly 


Asp 


Leu 


Ser 


Gly 


Trp 




340 








180 










185 










190 








342 


Ala 


Asn 


Lys 


Gly 


Cys 


Cys 


Cys 


Leu 


Thr 


Arg 


Cys 


Leu 


Thr 


Val 


Arg 


Ala 
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